
 

 

Research Interests 

Our research interests focus on 
development of enzymes on emissions of 
bioenergy, biorefinery, bioremediation and 
functional bio-products. Aims to establish 
and discover the novel genes thought 
proteomics approaches. The platforms are 
including whole genome sequencing and 
analysis, high throughput proteomic 
screening, genetic and protein engineering. 

Our current research topics include: (1) 
Biodegradation of cellulose by synergistic 
cellulases system; (2) Development of high 
throughout analyzing platform for 
proteomes; (3) Genetic approach in 
improving production of valuable 
bio-products (4) System biology on 

deciphering the bioremediation process. 
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 High throughput screening for functional genes by proteomics approach 

 

 

 Heterologous over-expression of novel genes in Escherichia coli with 

molecular docking and enzyme characterization 

 

 

 

From gene cloning to over-expression 

 

 
Adapted to 3D molecular 

simulation 

 
 

 



  

 Metabolic engineering in fermentation of valuable bioproducts 

 

 

Flow chart from flask culture to scale fermentation and followed by metabolic 

analysis. 

 

 


